


7- Under environmental alterations, specific cells can start producing genes not 
supposed to be there, starting the process of disease. If those strange genes can be 
detected at its genesis, using methodologies like a customized microarray 
analysis, this can help to prevent them for further development. This in itself also 
demonstrated that any environmental mutation altering the normal disposition of 
the gene expression brings with itself negative side effects, not bringing any 
“evolution,” but instead, bringing a pathological state for the organism.  

 
8- By comparing different lineages of the same species, we can be able to discover 

the real and natural plasticity of the genes, in order to allow the organisms to 
became adapted to diverse environments, but always under a clear and natural 
boundary, taking one step forward the study on “the natural limits to biological 
change” [3]. We can in that way further the study and teaching of the molecular 
basis of biological change, considering recent molecular discoveries as the 
molecular quality control mechanisms, all of that explains how a cow can be in a 
dwarf or a tall line but that it can not change to became, i.e., “a whale”. 

 
9- By learning how a normal cell or organism works genetically we can also be able 

to detect the abnormal and anti-natural characteristics of ancient remains, i.e., 
skulls and bones of ancient hominids or even to compare the already found frozen 
remains of mammoths with living elephants, and maybe, if one of them is found 
frozen on the north pole, of Neanderthals also. 
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